[Staphylococcus aureus (MSSA))ZEFIIRE 4 1F R 2021407 H

OEF|ZZHER QEF|RZ R
SE e = =] %
R RAES | BRE | W o T [ R
CEZ wITFY 100 99 1 0
CTM NYARYY 100 100 0 0
s aps |CTRX 0t74 214 100 0 0
ORI ORERRE 1 0p TT-AFY 51 100 0 0
CMZ 2728 100 100 0 0
FMOX IRy 51 100 0 0
CFDN 7Y’y 165 100 0 0
(V2N o CFPN 7AEYHA 214 83 16 0
CDTR M7Hh 214 100 0 0
.. IPM FIth 100 100 0 0 DAP
AN AR TBPM LRSI 165 100 0 0
FRPM 7704 114 100 0 0
T Ot B-7740F ACV =9 AFy 114 100 0 0 TEIC
STC 1y 214 100 0 0
TP T ABK /\‘/\'7::‘/3 100 100 0 0
GM sy 51 69 8 24 vem
CAM 43R 114 88 1 11
EULPEOES AZM V' ARRYY 114 75 5 20
CLDM ¥y 51 88 0 12 FOM
LR RVIVER MINO Yy 214 100 0 0
FOM S 214 97 1 2
VCM WYYy 214 100 0 0
ZOMREE TEIC 43°Yyb 100 100 0 0
DAP $ab'yy 100 100 0 0
cP HOnv{+Fy 51 94 0 6
LVFX J7E "9k 214 80 3 17
P TFLX LRV 165 82 1 18
aLLES GRNX DRy 114 98 1 1
LZD F AR IR 51 100 0 0 oM ABK
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[ Staphylococcus aureus (MRSA))ZE il % 51

QEFKIRZ R

MiEER 20214078

SE e = =] %
R RAES | BRE | W o T [ R
CEZ wITFY 112 0 0 100
CTM NYARYY 112 0 0 100
s aps |CTRX ot 163 0 0 100
ORI ORERRE 1 0p TT-AFY 69 0 0 100
CMZ 2728 112 0 0 100
FMOX IRy 69 0 0 100
CFDN 7Y’y 120 0 0 100
(V2N o CFPN 7AEYHA 163 0 0 100
CDTR M7Hh 163 0 0 100
.. IPM FIth 112 0 0 100
AN AR TBPM LRSI 120 0 0 100
FRPM 7704 51 0 0 100
ZDth B -795LF ACV =9 AFy 51 0 0 100
STC 1y 163 0 0 100
o peios e ABK NHYY 112 98 0 2
TITNINR aM YAy 69 52 3 45
CAM 43R 51 51 2 47
EULPEOES AZM V' ARYYY 51 45 2 53
CLDM ¥y 69 55 0 45
LR RVIVER MINO Yy 163 85 9 6
FOM S 163 79 4 17
VCM WYYy 163 100 0 0
ZOMREE TEIC 43°Yyb 112 100 0 0
DAP $ab'yy 112 100 0 0
cP HOnv{+Fy 69 100 0 0
LVFX J7E "9k 163 17 4 79
P TFLX ERPVLS 120 21 1 78
aLLES GRNX DRy 51 92 2 6
LZD H AR YR 69 100 0 0
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[ Streptococcus pneumoniae ) ZE Fl 2%

QEFKIRZ R

Z &R 20214075

bl e =] =] %
R RAlRS | BRE | R o T i [ R
S PCG =2 3 67 33 0
NEVR AMPC $O)y 107 93 7 0
s |CTRX ot 110 98 1 1
PR OIRERRE 1 0p TT-AFY 3 33 0 67
CPDX Nty 107 68 25 7
CFDN w77y 110 65 11 24
7L RO CFPN 7AEYHA 110 94 3 4
CDTR M7Hh 110 95 2 3
CFTM M) 107 92 4 5
IPM FITh 3 67 0 33
hw A2 L% MEPM AOAY 3 67 0 33
TBPM LRSI 107 100 0 0
FRPM 7704 107 98 2 0
ZDth B -7958LF ACV =9 AFy 107 96 4 0
STC 1ty 110 76 19 5
. CAM 93YR 110 21 21 58
PR AZM S AARY) 107 13 5 82
T EE VCM NYARAYY 3 100 0 0
LVFX J7E 9k 110 98 1 1
ARIMEE TFLX Tt'v9A 107 99 1 0
GRNX Y'1=Fyh 3 100 0 0
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[Escherichia coli) ZF| =2 M 1F#R 20214078

QEKIRZ R

SE e = =] %
R RAES | BRE | W o T [ R
NIY)UFR PIPC ANUMIY 360 51 17 32
CEZ wITFY 195 49 5 46
CMX A M- 32 78 0 22
CTX 124992 227 62 0 37
CTRX o740 197 64 0 36
2713 EIILRIESEE [CAZ Yy 360 82 8 10
CzZoP I7T=AbY 360 72 10 18
CFPM FvE-4 195 96 2 2
CMZ 2728 195 99 1 0
FMOX IRy 195 99 1 0
CPDX Nty 392 58 1 40
e CFPN FAEYIR 392 60 2 38
erlREnR CDTR MTI 392 60 2 38
CFTM b3oy 32 78 0 22
BINARLT IPM ?I{L\ 392 100 0 0
MEPM FOAY 360 100 0 0
FRPM 7704 195 90 9 2
_ ACV T=9 T 195 84 9 7
TOME-IIF S/C AT Y 165 98 2 1
T/P Yy 32 100 0 0
s e AMK ThYY 195 99 1 1
TITNINR oM YAy 195 94 1 6
LR RVIVER MINO Yy 392 93 3 4
ZOMIRAEE FOM HAIVY 392 91 2 7
LVFX J7E" 9k 392 48 2 50
P TFLX LR VLS 227 44 2 54
R GRNX DRy 392 51 6 44
ST nh4 392 77 0 23
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[Klebsiella pneumoniae ) ZEHI R Z 4 [FEk 20214078

QEKIRZ R

SE e = =] %
R RAES | BRE | W o T [ R
NIY)UFR PIPC ANUMIY 124 69 2 30
CEZ wITFY 62 68 3 29
CMX A M- 6 100 0 0
CTX 124992 68 78 0 22
CTRX o740 68 69 1 29
2713 EIILRIESEE [CAZ Yy 124 81 1 18
CzZoP I7T=AbY 124 74 2 23
CFPM FvE-4 62 90 8 2
CMZ 2728 62 97 3 0
FMOX IRy 62 100 0 0
CPDX Nty 130 72 0 28
e CFPN FAEYIR 130 69 1 30
erlREnR CDTR MTI 130 72 2 27
CFTM b3oy 6 100 0 0
BINARLT IPM ?I{L\ 130 100 0 0
MEPM FOAY 124 100 0 0
FRPM 7704 62 92 3 5
_ ACV T=9 T 62 81 15 5
TOME-IIF S/C AT Y 62 94 6 0
T/P Yy 6 100 0 0
s e AMK ThYY 62 100 0 0
TITNINR oM YAy 62 89 0 11
LR RVIVER MINO Yy 130 95 2 4
ZOMIRAEE FOM HAIVY 130 54 29 17
LVFX J7E" 9k 130 92 0 8
P TFLX LR VLS 68 85 6 9
R GRNX DRy 130 85 8 7
ST nh4 130 75 0 25
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[Pseudomonas aeruginosa ) ZEHll
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SE e = =] %
R RAlRS | BRE | R o T i [ R
NIY)UFR PIPC ANUMIY 65 85 0 15
CMX A M-I 30 7 87 7
s same |CAZ vy 167 84 6 10
O AR ORERRE 1 0p TT-AFY 167 89 7 5
CFPM FvE-A 102 93 2 5
IPM FIth 197 78 2 20
BINARLT MEPM ;u:x”y‘ 197 80 6 15
DRPM F4ZNYHA 167 80 7 13
BIPM Ty 102 77 11 12
AZT eI 167 65 21 14
ZDth B -795LF S/C AATYY 167 74 19 7
T/P Yy 132 83 11 7
AMK T3hYY 197 99 1 0
TOB b0y 102 98 2 0
VYV = DKB NIAYY 30 100 0 0
GM e 102 96 3 1
ISP [Ny 102 92 7 1
LR RVIVER MINO Yy 197 0 0 100
Z DA EE FOM S 197 10 10 80
LVFX J7E 9k 197 70 6 24
TFLX Tt'v9A 132 66 5 29
ARIMEE CPFX 7’054y 197 73 4 23
NFLX NIYE =) 30 100 0 0
PZFX 2 102 67 8 25
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[Haemophilus influenzae )ZEFl B Z 4 [F#R 2021407 A

OEF|ZZHER QEF|RZ M
P =] o % ABPC
%ﬁ ;ﬁ“naﬁ Bl Hgﬂe& SR | (M) | RGATE) st 100 - AMPC
e ABPC D) 8 13 25 63 GRNX 90 CTRX
ANV R
AMPC $O)y 106 42 32 26 oz
CTRX 0t74y 109 100 0 0
CAZ vy 5 100 0 0
wIh- AL RIESTE |CzZOP I7=AMY 5 0 0 100 czop
CFPM FvE-4 5 100 0 0
FMOX s 5 40 0 60
CPDX Ny 101 78 0 22 MINO CFPM
CFDN w77y 109 54 0 46
7L RO CFPN 7AEYHA 109 68 0 32 0
CDTR MTHh 109 100 0 0 AZM 1 . FMOX
CFTM ) 106 100 0 0 N\
IPM FIFh ) 100 0 0 7 “%
BN RLR MEPM ;u:\ v 8 100 0 0 cAM CPDX
DRPM T4ZNYIR 3 100 0 0 H
TBPM LRSI 109 100 0 0 L
FRPM 7704 106 78 0 22 STC CFDN
ZDHth B -795LF ACV T=9"AFy 109 89 0 11
STC 1ty 5 0 20 80
_ . CAM 97 109 94 4 2 CFPN
PR AZM S Iy 106 97 0 3
TARVIVES MINO Ay 109 100 0 0 -
LVFX J7E 9k 109 99 0 1
P TFLX LR VLS 106 98 1 1 CFTM
alt GRNX V1Z19) 8 88 0 13 DR o
ST N4 5 80 20 0 MEPM
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