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[Staphylococcus aureus (MSSA)] 2 &l| 2%
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SiEIEER 20184E108
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it RAELS | BRE | B omm | me R
CEZ wITR Y 76 100 0 0
CTM NYARYY 76 100 0 0
g |CTRX 0t74v 217 100 0 0
ek AR LR IR CZOP 77-AbY 40 100 0 0
[V w28y 76 100 0 0
FMOX IRy 40 100 0 0
CFDN 7Y’y 181 100 0 0
7L RBEOARE CFPN 70EY9R 217 99 1 0
CDTR MTIk 217 99 0 0
.. IPM FITh 76 100 0 0 DAP
AN RLR TBPM A58 %4 181 100 0 0
FRPM 7704 141 100 0 0
ZDHte B -795LF% ACV =9 2Ty 141 100 0 0 TEIC
STC iy 217 100 0 0
A ABK NV 76 100 0 0
TITIIA R GM TR 40 73 3 25 vom
CAM 93" A 141 84 1 15
RUIIPR N AZM Y ARYY 141 72 4 24
CLDM 839y 40 88 0 13 Fom
RiwrRVIVER MINO /Yy 217 99 1 0
FOM wAIVY 217 97 1 2
VCM NYIRAYY 217 100 0 0
ZTOMIREE TEIC 43y 76 100 0 0
DAP Fak'vy 76 100 0 0
CP HOAv{EFY 40 95 3 3
LVFX J7E 9k 217 85 3 12
P TFLX ERPILS 181 85 1 15
SRANE GRNX =) 141 99 0 1
LZD #AK IR 40 100 0 0
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[ Staphylococcus aureus (MRSA))ZEFIXZ 4 1F#H 2018108
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CEZ
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Rt RS | BRE | B s [ [ RE U R
CEZ wITR Y 149 0 0 100
CTM NYRKY 149 0 0 100 czop
g |CTRX 0t74v 214 0 0 100
BT ARTELRENR 70 I7-AbY 61 0 0 100 oz
CcMZ w28y 149 0 0 100
FMOX IRy 61 0 0 100
CFDN 7Yy 126 0 0 100 FMOX
7L RBEOARE CFPN 70EY9R 214 0 0 100
CDTR M7Hh 214 0 0 100
.. IPM FITA 149 0 0 100 DAP CFDN
AN RLR TBPM A58 %4 126 0 0 100
FRPM 7704 65 0 0 100
ZDHte B -795LF% ACV =9 2Ty 65 0 0 100 TEIC CFPN
STC iy 214 0 0 100 o
PRI R ABK nf\*t:‘/y 149 99 0 1
GM ryay 61 34 10 56 veMm COTR
CAM 97" 65 22 2 71
RUIIPR N AZM Y ARYY 65 17 0 83
CLDM 30y 61 31 2 67 Fom M
AT RVIVED MINO Yy 214 78 10 12 g
FOM wAIVY 214 73 6 21
VCM NYIRAYY 214 100 0 0 MINO TBPM
ZDOHInEE TEIC 53 Y9h 149 100 0 0
DAP Fab'yy 149 100 0 0
cP HOOvAEFY 61 95 2 3 com FRPM
LVFX J7E 9k 214 21 1 79
R TFLX T2 126 28 1 71 AZM AcY
GRNX V'1Z1yh 65 82 0 18 CAM sTC
LZD FAR YA 61 100 0 0 oM™ ABK
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R RAlRS | Bed | WY e R
el PCG = 31 100 0 0
NEVIR AMPG $U 245 97 3 0
CEZ TIPSV 14 50 0 50
CTM NYARYY 14 21 7 71
271h- A3 YIRS E [CTRX nt74Y 262 97 1 2
CZOP 77-ANY 31 58 10 32
CFPM EUE-A 14 57 7 36
CPDX Nty 231 80 15 5
CFDN 7Y’y 262 64 21 15
7L RBEOARE CFPN 70EYHA 262 91 4 5
CDTR MTHh 262 96 2 3
CFTM b2y 245 91 4 6
IPM FITh 31 58 23 19
BINAALT PAPM mv:‘:y 17 88 12 0
MEPM AOAY 14 57 7 36
TBPM LRAEIN 245 100 0 0
FRPM 7704 245 99 1 0
ZDih B -795L% ACV r=9 Iy 245 99 1 0
STC 1Fyy 262 93 6 1
CAM 43R 248 11 9 80
RUIIPR N AZM Y ARYY 231 1 6 93
CLDM 30y 14 A 0 29
ZOMIREE VCM NYIAYY 31 100 0 0
LVFX J7E 9k 262 95 0 5
AHREE TFLX LRPYLS 245 96 0 4
GRNX V1ztyh 17 94 6 0
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R RAlRS | Bed | WY e R
=VER PIPC AUy 291 53 15 32
CEZ wITR Y 137 51 1 48
CMX ARRI-L 36 72 3 25
CTX 1744992 173 62 1 37
CTRX 0t74v 190 66 0 34
w7Th- A5 eI LRESE |CAZ By 291 83 5 11
CZOP 77-ANY 291 70 11 18
CFPM EUE-A 137 86 7 7
CMZ 1728y 137 99 1 1
FMOX IRy 137 99 0 1
CPDX Nty 327 61 0 39
e CFPN 70EYIR 327 61 3 36
erhREOE CDTR MTHF 327 61 2 37
CFTM b2y 36 72 3 25
BINAALT IPM ?I‘J‘DL\ 327 100 0 0
MEPM AOAY 291 100 0 0
FRPM 7704 137 82 12 7
_ ACV F=T 27y 137 80 18 2
TOME TR s/C AT Y 154 97 2 1
T/P Y2 36 97 3 0
A AMK 7YY 137 100 0 0
TR GM YRy 137 88 0 12
RiwrRVIVER MINO Yy 327 90 6 4
ZDMIREE FOM KRIYY 327 95 1 4
LVFX J7E 9k 327 49 2 49
P TFLX ERPILS 173 46 2 52
SRANE GRNX =) 327 51 4 45
ST N4 327 73 0 27
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[Klebsiella pneumoniae )ZEHI| B2 (4 [F#R 20184108
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=VER PIPC AUy 102 90 4 6
CEZ wITR Y 50 90 4 6 TRLX e | X
CMX ARRI-L 5 100 0 0
CTX wI2499R 55 95 0 5 WEx 70 1 TR
CTRX nt74v 57 91 0 9 60 -
w7Th- A5 eI LRESE |CAZ By 102 97 1 2
CZOP I7-ANY 102 96 0 4 Fom %01 ez
CFPM EUE-A 50 96 4 0 0
CMZ 1728y 50 100 0 0 i
FMOX IRy 50 100 0 0 MINO cz0p
CPDX Nty 107 93 0 7 1
PITLRAEOE CFPN 70EYIR 107 91 2 7 .
CDTR MTIk 107 92 1 7 PR ‘ ‘ : . ChPM
CFTM b3y 5 100 0 0
BINAALT IPM ?I‘J‘DL\ 107 100 0 0
MEPM AOAY 102 100 0 0
FRPM 770k 50 9% 4 0 AMK v
- ACV F=T 27y 50 96 4 0
TOME TR s/C AT Y 52 100 0 0
/P D) 5 100 0 0 K FMOX
< AMK Tihvy 50 100 0 0
TR GM Y 50 92 0 8 5/c PoX
RiwrRVIVER MINO Yy 107 95 1 4
ZDMIREE FOM KRIYY 107 43 42 15 . .
LVFX H7E vk 107 99 1 0
AR TFLX 7rt_/7x 55 95 2 4 FRPM CDTR
GRNX V' 1=tyh 107 97 2 1 MEPM FT™
ST nNH4 107 87 0 13 IPM
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[Pseudomonas aeruginosa) ZE#ll %
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R RARES | BRE | B e T [ RGHD
=VER PIPC AUy 79 94 0 6
CMX ARR-L 26 19 81 0
w |CAZ By 183 84 9 7
L AR OLRIRE | op T7-ARY 183 95 3 2
CFPM EUE-A 104 91 8 1
IPM FITh 209 74 5 22
BINAALT MEPM xu:\“{ 209 82 9 9
DRPM T4=N'YHA 183 86 10 4
BIPM Ty 104 79 14 7
AZT TH 954 183 68 16 15
ZDHe B -795LF% S/C AATYY 183 75 17 8
T/P Yy 130 84 7 9
AMK 7YY 209 99 0 1
TOB r'50y 104 93 0 7
VETL R EV S DKB NIXYY 26 100 0 0
GM L 104 91 2 7
ISP 1EnNYy 104 87 10 4
RiwrRVIVER MINO Yy 209 0 1 99
ZDMIREE FOM S 209 13 19 68
LVFX H7E vk 209 69 5 25
TFLX LRAPYLS 130 64 8 28
ARIREE CPFX 7' 044y 209 73 2 25
NFLX NYYE=I 26 96 4 0
PZFX NVl 104 63 8 30
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[Haemophilus influenzae ) ZEFI R Z 4 &%k 20184108
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it RAELS | BRE | B omm | R
S ABPC 9y 35 46 11 43

=) VEA :

AMPC #99y 230 28 21 51
CTRX 0t74v 248 100 0 0
CAZ By 17 100 0 0
w7Th- 37T RESTE |(CzZOP 77-AbY 17 24 0 76
CFPM -4 17 100 0 0
FMOX IRy 17 29 0 71
CPDX Nty 213 47 0 53
CFDN 7Yy 248 44 0 56
7L RBEOARE CFPN 70EYHA 248 62 0 38
CDTR MTIh 248 100 0 0
CFTM b2y 230 94 0 6
IPM FITh 35 94 0 6
BINAALT PAPM mv:‘:y 18 100 0 0
MEPM AOAY 35 94 0 6
TBPM A58 %4 248 97 0 3
FRPM 7704 230 45 0 55
ZDih B -795L% ACV =9 rAFy 248 56 0 44
STC 1ty 17 12 41 47
. CAM 93 248 65 31 4
WIHAER AZM S DY) 230 93 0 7
SV RVIVES MINO kI 248 100 0 0
LVFX J7E 9k 248 98 0 2
P TFLX ERPILS 230 97 0 3
SRANE GRNX =y 35 83 0 17
ST N4 17 A 6 24
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